[Sequencing and analysis of the NS5 region of HGV/GBV-C gene].
To study the genomic organization of non structural region 5 of HGV in China, 186 nucleotides of NS5 region of HGV were amplified, cloned and sequenced. The data were analyzed with computer programs. The results indicated that the gene sequence homology between 2 HGV isolates in this study was 95.2%. The comparison of these 2 isolates and 3 foreign isolates reported previously showed that the sequence homology was in the range of 84.4% to 92.4%, and was obvious by divergent from the foreign isolates. The results make us consider that HGV may have different genotypes, after a further inspection into the gene sequence of each region of HGV. The 2 isolates were from the sera collected in 1984, therefore the existence of HGV infection in Harbin was retrospectively traced to 1980s.